Supplementary information S4 | The hepatitis delta virus ribozyme. a | The secondary structure of the hepatitis delta virus (HDV) genomic ribozyme. For simplicity, only the largest of the two pseudoknots is shown colour-coded and in standard pseudoknot secondary structure representation. The second pseudoknot forms by base-pairing between two C residues in the loop of the hairpin formed by L2 and two G residues present in L3 (connected brackets). This aids the compact folding of the ribozyme. b | A ribbon representation of the ribozyme is shown based on the crystal structure 1 . The grey loop is the RNA target of the spliceosomal protein U1A used to aid crystallisation of the ribozyme. For clarity, the protein is not shown.
